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1. INTRODUCTION 

Scientific workflow management systems (SWFMSs) have been shown important to scientific 
computing and services computing [4][5][6][7] as they provide functionalities such as work flow 
determination, process coordination, job scheduling and execution, provenance discover and error 
resistance. Systems such as Pegasus [11], Taverna [8], Swift [12] ,Vistrails [10], Kepler [9] have 
seen wide acceptance in various developments such as Earth Science, Neuroscience, Astronomy, 
Bioinformatics and Physics. In light of current circumstances, science instrumentation and network 
technology are displaying great difficulties to our workflow system in both information scale and 
application complexity [3]. Workflow is the computerization of a business process, in entire or 
part, data or assignments are gone between different section (preference; human or machines) for 
development, as appeared by an arrangement of procedural measures. Workflow sticks to 
distributed services, which are kept under different affiliations. Despite initially an idea tested to 
automate repetitive task in business, there is as of now much concern in scientific domain to 
automate distributed experiments [1]. 

Cloud computing has been under a spotlight for giving an adaptable, on interest figuring 
structure for various applications. clouds are being examined as a response for a rate of the issues 
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Abstract: Workflow approaches are rising as the most important way to coordinate with distributed 
service. Analysts are unconscious by the scope of technology that as of now exists and concentrate on 
executing yet another restrictive workflow system. As a remedy to this normal issue, this paper shows a 
brief overview of existing workflow technology from the business and experimental area. Distributed 
computing is a rising figuring view that can offer extraordinary adaptability and resources on interest. It is 
increasing huge acceptance in the science group. In the meantime, scientific workflow management 
system give necessary help and functionality to scientific computing, for example, authority of 
information and task dependencies, work scheduling and execution, provenance tracking, adaptation to 
internal failure. As we are going into a “Big data" period, it is basic to move scientific workflow 
management system into the Cloud to deal with the constantly expanding information scale and search 
complexity. We survey on scientific workflow management system and provides the list of services by 
different service providers. 
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with Grid figuring, yet the contrasts between cloud computing and the Grid are reliably so lessened 
and deepen that they watch  to be weak  from each other. "Grid computing" was created in the mid 
1990's to partition an appropriated enlisting base with the electrical power system [13]. Like the 
electrical power grid, a computational grid utilizes resources that are possibly topographically far 
bound. These central focuses can be apportioned to blends of one or more social affairs of clients, 
with the owner of the goods picking when and to whom they ought to be allocated [2]. 

Scientific workflow can go in size from only a few assignments to a significant countless tasks. 
For boundless workflow it is frequently interesting to broadcast the tasks over different PCs 
recollecting the last target to finish the work in a sensible time. In that breaking point, workflow 
regularly holds rotating logging on groups, frameworks, and other computational bases. Cloud 
foundations are besides being evaluated as an execution stage for work flow. Cloud computing 
relates to another point of view about how to send and execute exploratory work shapes. From one 
viewpoint, cloud can be considered as fundamentally one more stage for executing work flow 
applications. They build up the greater part of the same techniques for workflow association and 
execution that have been conveyed for packs and frameworks. With no exertion a researcher can go 
on a work flow execution environment that copies nature they would use on a neighbouring pack or 
national framework. Then again, clouds also give two or three segments, for example, 
virtualization, that offer new open gateways for making work flow applications more clear to send, 
coordinate and execute [15]. 

We use the term scientific workflow as a clearing term to show strategy of organised activities 
and figuring that make in investigative major considering. In various science and outlining 
territories, the usage of figuring is necessary, and besides confusing and made with complex 
conditions. Diagram based documentations, e.g., summed up activity structures, are a trademark 
framework for identifying with numerical and human managing. These shaped activities are 
dependably termed studies or examinations. Regardless, they bear the running with for all aim and 
purposes identical qualities to what the databases research group calls work process [14]. 

Scientific crucial reasoning as rule involves the conjuring of a number and assortment of 
examination instruments. In any case, these are ordinarily summoned standard. For example, the 
computation join much detail (e.g., groupings of blueprint interpretations that guarantee that the 
devices can manage one another's yields), and as regularly as could reasonably be expected routine 
confirmation and underwriting of the information and the yields. As test information sets are eaten 
up and made by the pre-and post-processors and re-enactment programs, the halfway results are 
checked for consistency and supported to guarantee that the number with everything considered 
remaining parts on track [14]. 

Semantic goofs among the databases and the examination appliance must be managed. A rate of 
the instruments are gotten ready for performing eras under various circumstances or suspicions, 
which should be obliged to stop spurious results. Heterogeneous databases are extensively gotten 
to; they in like way offer stores to generally engaging results. Right when the estimation keeps 
running into impediment, semantic push ahead must be endeavoured; fundamentally concerning 
business work frames, rollback is periodically incomprehensible[14]. 

Many enormous scale investigative estimations of premium are entire arrangement, effectively 
continuing weeks if not months. They can in like way consolidate much human intervention. This 
is particularly so amidst the early times of approach (work process) plot. Regardless, as they are 
settled, the special cases that create are managed subsequently. Accordingly, at long last, the 
creation continues running as every now and again as could be normal considering the present 
situation oblige close semiskilled human sponsorship. The parts of the sharing people included 
must be expressly related to empower persuading mediation by the ideal individual [14]. 
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The transforming of circumstances are heterogeneous. They combine supercomputers and 

furthermore structures of workstations and supercomputers. This puts extra weight on the run-time 
backing and association. In like way, clients routinely require some sort of a consistency of the 
time it would take for an offered figuring to wrap up. Making examinations of this kind is to a 
marvelous degree complex and requires execution appearing of both computational units and 
interconnecting systems [14]. 

1.1 Cloud Workflow  Model 

 
Figure 1: Cloud Workflow Model 

2. SCIENTIFIC WORKFLOW 

The concept of scientific workflow is useful to automating large scale e-science [8]. Instead, 
scientists needs higher level tools that facilitate problem solving components to determine 
scientific assumptions. A scientific  workflow tries to capture a series of analytical steps, that 
illustrate the framework system of computational experiments[1].Scientific workflow systems –
give a platform to support the scientific discovery process during the blend of scientific data 
management, examination, simulation, and representation. Scientific and business workflow has 
been started from the same shared conviction. These two gatherings consist of overlapping 
necessities, nevertheless both have their own domain specific requirements, and thusly require 
separate thought of consideration. The workflow framework ought to give the same data to be 
appeared at different levels of abstraction, ward upon who is utilizing the framework [1][2]. The 
sections of the workflow ought to be in the relationship of the reliable scientific domain and grant 
the investigator to confirm the conclusion. The procedure of building a workflow that satisfies this 
acceptance will generally be evident. An incremental way instead of the business oriented 
framework where a workflow will be organized and later executed [2]. As the affirmation of 
scientific assumption rely on upon test information, scientific workflow has a tendency to have an 
execution model that is dataflow-planned, workflow puts a complement on control-stream samples 
and events. Analysts should timetable and the usage of costly resources and can't tolerate the 
workflow to fail at the half through the execution cycle. 
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3. CLOUD WORKFLOW 

The basic purpose of moving to cloud is application flexibility. Dissimilar grids, flexibility of 
cloud resources grant actual time provisioning of resources to meet application specifications at 
runtime or before execution. The flexible characteristics of cloud facilitates changing of resource 
capacity and qualities at runtime, in this manner successfully scaling up when there is a more need 
for extra resources and curtailing when requirement is low. This empowers workflow management 
system to rapidly meet quality of service (QoS) essentials of users. Almost all the 

cloud computing services arises from large commercial organizations, service level agreements 
(SLAs) have been an important issue to both the service providers and consumers.. This permits 
workflow management system to give better end-to-end ensures when mapping in order to meet the 
association necessities of clients considering qualities of SLAs. Financially prompted, business 
cloud suppliers attempt to give better associations ensures showed up diversely in connection to 
grid service provider. Cloud suppliers likewise abuse economies of scale, giving methodology, 
stockpiling, and bandwidth resources at generously reduces expenses. Therefore using open cloud 
associations could be profitable and inexpensive alternative (or extra) to the all the more costly 
devoted resources [21]. 

3.1 Challenges of workflow system 

Scientific workflow structure has been previously registered over different execution 
circumstances, for case, workstations, packs/Grids, and supercomputers. Instead of Cloud 
environment, running work workflows in these circumstances are facing hundreds of difficulties 
while directing big data issues [3], including number multifaceted nature, data scale and resource 
provisioning, empowered exertion in unrelated circumstances, et cetera. 

Data Scale and Computation Complexity 

The execution of scientific workflow usually absorbs and produces huge quantity of distributed 
information objects. These information articles can be of primitive or complex sorts, records in 
various sizes and affiliations, database tables, or information objects in different structures. At 
present, scientific supervisors is going up against a "data deluge" [16] beginning from trials, 
simulation, structures, sensors, and satellites, and the information that should be dealt with all 
around influences the opportunity to be speedier than computational resources and their speed. The 
information scale and relationship in huge information era are above the skills of standard work 
flows as they rely on upon classical framework for resource provisioning, arranging and selecting 
In tumor drug game plan, protein docking can join endless structures and have a runtime up to 
various CPU years. Maybe to interface with the cut-off and examination of such liberal measures of 
information and to perform eager turnaround, information and figuring ought to be ignored on 
thousands or even a titanic number of check focus focuses. 

Resource Provisioning 

Resource provisioning relates the performance and structure of allotting computing resources, 
storage room, network bandwidth, and so forth, to exploratory workflows. As cluster/Grid 
circumstances are not capable at giving the workflow successfully dynamic resource assignment, 
the resource provisioned to a scientific workflow is settled once the workflow has been sent to 
execute, which might in this manner limit the degree of science issues that can be managed by 
workflows [12]. Moreover, the measure of resource is unbounded by the scope of a submitted 
resource pool with restricted resource sharing development as virtual affiliations. In the mean time, 
the representation of resource in the setting of scientific work flow is additionally disturbing the 
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researchers, as they should be able to see the supported type of resource and instruments [3] For 
occasion, the resource in Taverna is a web association which for the most part constrains the 
utilization of different scientific resources that are not relates to as web associations. To defeat the 
necessities showed by conventional resource provisioning framework, a few works have been 
founded on the procedures for robotized provisioning, including the Context Broker [2] from the 
Nimbus meander, which upheld the thought about "a single tick virtual pack" that permitted 
customers to make incomprehensible virtual social affair dispatches in direct steps. The Wrangler 
framework was a for all intents and purposes indistinguishable utilizes that permitted clients to 
delineate a sought virtual social occasion in XML engineer, and send it to a web association, which 
dealt with the provisioning of virtual machines and the relationship of programming and 
associations. It was in like way fit for interfacing with several Cloud resource suppliers [16] 

Collaboration in Heterogeneous Environments 

Collaboration suggests the exchanges between a workflow management system and the 
execution environment, for occurrence, resource access, resource status affirmation, load evening 
out and so on. As more exploratory examination projects becomes cooperative in nature and 
consolidate several topographically distributed organisation, which go on an variation of 
difficulties to researcher and application makers to handle the support in heterogeneous 
environment. The association of resources, power assertion, security, and so on, can be 
problematic, as scientific workflow applications are consistently executed in group/Grid 
circumstances, where open figuring resources are placed in different association domains [1]. 

4. TOOLS USED IN SCIENTIFIC WORKFLOWS 

Sr 
No. 

Name Description Status/Availability 

1. CyberShake 
 

CyberShake depends on investigative work flow to give 
the unwavering quality, power, and robotization expected 
to achieve the fundamental computational scale. 

Free and open source[19] 
 

2. Condor Condor concentrates on giving solid access to processing 
over drawn out stretches of time, rather than 
exceptionally tuned, elite registering for brief timeframes 
or little quantities of utilizations. 

Active[20] 

3. Anduril It is an open source segment based workflow structure for 
logical information analysis. 

Active.GPL license[21] 

4. Apache Airavata It is a product suite to compose, manage, execute 
,monitor huge scale applications and workflow on 
computational asset running from neighbourhood group 
to national lattice and registering cloud. 

Apache license version 2.0 
[22] 

5. Bioclipse It is a open source, visual stage for chemical and 
bioinformatics in perspective of obscuration rich client 
arrange that suggests bioclips secures a state of 
craftsmanship module building, value and visual 
interfaces. 

Open source[23] 

6. Openmole A scientific work flow system with straightforward 
scaling from multithreaded execution up to lattice 
figuring execution. 

Open Source[24] 

7. Online HPC Online exploratory workflow fashioner and superior 
registering toolbox. 

Active[25] 
 

Contd… 
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8. Nipype A python based workflow framework with particular 
backing for mind imaging. 

Active 

9. Nextflow A DSL for information driven computational pipeline. Active[26] 

10. Kepler It is a free programming for designing, executing, 
reusing, evolving, archiving and sharing logical work 
processes. It gives procedure and information observing 
and fast information development. 

Free Software BSD 
license[27] 

11. Pipeline pilot 
graphical 
programming 

It is creating instrument for accelrys endeavor stage. It is 
exploratory visual and dataflow programming dialect. 

Release in 1999 
Propritary license[28] 

12. Sciencumulus An investigative work process made for HPC 
environment which stores provenance information in 
organized database, query able at runtime. 

Open source 

13. Swift parallel 
scripting 
language 

Dialect with a hefty portion of capacities of investigative 
work flow framework worked in. It permits the written 
work of script that disseminates program execution 
crosswise over conveying figuring assets incorporate 
grid, cluster and supercomputer. 

Open source under apache 
licence v2 

14. Tavaxy A cloud based work flow framework that incorporates 
highlights from both cosmic system and Taverna. 

Active[29] 

15. Apache Taverna It is open source programming device for planning and 
executing work processes. It permits client to coordinate 
a wide range of programming parts including SOAP, 
REST, WSDL web administrations. It give desktop 
composing environment and sanctioning motor for 
scientific workflow. 

Open source. Active. Apache 
licence[30] 

16. Time studio A general purpose, agile, scientific workflow framework 
completely executed in MATLAB. 

An open source[31] 

17. KNIME The Konstanz data digger provides open source 
information analytics, reporting and coordinating stage. It 
incorporates different segments from machine and 
information mining through its secluded information 
pipeline. 

Available in English 
GNU general public 
license[32] 
 

18. Vistrails It give backing to information investigation and 
perception. 

Open source released under 
GPL V2 licence[33] 

19. Yabi python General work process framework coordinating any order 
line instrument. 

Active[34] 

20. RRD tool RRDtool is the OpenSource that provides superior 
information logging and charting framework  
arrangement information. Diagramming and execution 
measurements , capacity utility. 

GNU general public license 
Available in C language 

21. Alertra Site observing Administration and switches ceaselessly, 
guaranteeing that you are the first to know when a 
blackout or log jam happens. 

Open source 

22. Cacti Open source RRDTool graphing Module. Open source[35] 

23. Ganglia 
 

Open source disseminated observing framework. Open source 
BSD license 

24. Dstat 
 

DAG System insights utility; replaces vmstat, iostat, 
netstat,and ifstat . 

Open source 

25. Gomez 
 

Business outsider Web website execution screen. Open source[36] 

Contd… 
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26. GroundWork Network monitoring solution. Cross platform GNU general 

public license 

27. GraphClick A digitizer that can make a chart from a picture. Open source 

28. Hyperic HQ Checking and caution bundle for virtualized situations. Open source 

29. Pegasus WMS An arrangement of innovations that offer workflow based 
applications some assistance with executing in various 
distinctive situations including desktops, grounds groups, 
networks, and mists. 

Available with virtual data 
system[2] 
 

30. ZenOSS 
 

Operations screen, both open source and business forms. GNU general public license2 
Free and open source 

31. Zabbix Performance monitor. Cross platform.GNU general 
public license2 

32. SiteUpTime 
 

Web site monitoring Service.  

33. Pingdom 
 

Uptime and performance monitor. Free 

34. Monit Open source process director. 
 

Open source and free. 
Available in english.AGPL3.0 
license 

35. Munin Open source system resource observing instrument. Open source and freely 
available. 
GNU general public license 

36. Nagios Measurements gathering what's more, occasion notice 
apparatus. 

Cross platform GPLv2 

37. Keynote 
 

Business outsider Web webpage execution screen. Private[37] 

38. DAGMan Another work flow engine, DAGwoman, is introduced 
which can be keep running in client space and permits to 
run DAGMan-designed work processes. 

Available with VDL[38] 

5. CONCLUSION 

In the paper the survey for the various tools used for scientific workflow management system is 
accomplished .The tools with their availability and application areas are discussed. With this the 
future enhancements can be identified easily . 
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